M Sensitive and Specific Detection of Early-stage Lung Adenocarcinoma Using an Extracellular Vesicle and Particle (EVP) Based Blood Test
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« Arm 2: Average-risk individuals without a history of tobacco use Figure 1. Schematic of assay workflow of the proximity ligation immuno-PCR (PLI-PCR) assay to detect EVPs displaying four colocalized surface biomarkers. (A) EVPs are
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Figure 2. Application of assay design to lung adenocarcinoma EVP detection using the o i i i
Figure 4. Characterization of NCI-H2126 EVPs by super-resolution microscopy using sTn-targeted
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Single-EVP biomarker colocalization was evaluated by dSTORM (ONI Nanoimager) using expression levels measured by EVP flow cytometry (top), cell flow cytometry (middle), positive (B) triple-positive,  (C) ~ and quadniple-positive  EVPs. (D) Abundances  of Similar Si | Distributi Control
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