Development and characterization of a liquid biopsy assay for the A el
detection of colocalized biomarkers on extracellular particles
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SUMMARY
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bioRxiv 2023.02.07.527360; doi: https://doi.org/10.1101/2023.02.07.527360 Assay signal (top row, Mercy Halo) correlates with CCLE mRNA expression (middle row, log2 TPM) and CCLE protein abundance determined by mass spike-in represent n=8 technical replicates. Last dilution point in linear range was

spec. (bottom row, MS/MS). EVs from the indicated cell lines were subject to capture and detection with antibodies to the indicated biomarkers. Signal is 19,500 which indicates a linear range over more than 25 Ct.

normalized across all readouts to facilitate visualization. Grey boxes containing an (X) indicate where no MS/MS data was available for a particular cell line.
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